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Analysis type:Manual analysis
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I Bnp 8% File analyzed:PBS-20min-2 | = D?g G2 Date ana){yzedrlg—gep(—Z]OIB
- ED:E 5 Date e;'nalyzed:19—5ep—2019 ] E3DipS Model:1 nnOn-DSD
E‘_ F Model:1 nnOn-DSD H— Analysis type:Manual analysis

. 5 W Ploidy Mode:First cycle is diploid
Ploidy Mode:First cycle is diploid 24 4 P

18 iE ] L
Channels(RL3-A-RL3-A)

Diploid:100.00%
Dip G1:55.70% at 94.41
Dip G2:7.16% at 177.49
Dip 5:37.14% G2/G1:1.88
%CV:13.62

Total S-Phase:37.14%

Total B.A.D.:0.00% no debris no aggs E—

Debris:%

Aggregates:0.00%

Modeled events:80469

All cycle events:80469

Cycle events per channel:957
RCS:3.091
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Channels(RL3-A-RL3-A)

Diploid:100.00%
Dip G1:56.21% at 85.16
Dip G2:8.55% at 153.28
Dip 5:35.24% G2/G1:1.80
%CV:5.36

Total S-Phase:35.24%
Total B.A.D.:0.00% no debris no aggs

Debris:%

Aggregates:0.00%

Modeled events:23188

All cycle events:23188

Cycle events per channel:335
8 RCS:3.298
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